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Figure legends 

Supplementary Figure 1. Western blot with the indicated antibodies in 293 cells infected with 

GFP (MOCKGFP+), LOXL2-IRES-GFP (LOXL2GFP+), or LOXL2mut-IRES-GFP 

(LOXL2mutGFP+).  

 

Supplementary Figure 2. Percentage of the indicated chromosome alterations per total number 

of cells in Control and LOXL2 KD conditions in two independent experiments, with a 

representative image of each condition. *P < 0.05.  

 

Supplementary Figure 3. (A) Caspase-3 activation analyzed by Western blot with the 

indicated antibodies. Tubulin was used as a loading control. Intervening lanes were removed as 

indicated. (B) Heat map and gene ontology (GO) analysis of differentially expressed genes by 

RNA-seq in control and LOXL2 knockdown samples. 

 

Supplementary Table 1. List of the antibodies and working dilutions used in the manuscript. 

 

Supplementary Table 2. List of the primers used in the manuscript. 

 

 

 

 


