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Figure S1. ITP interactome. Protein-Protein interaction network around ITP key proteins.
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Figure S2. Schematic representation of predicted eltrombopag mechanisms of action over ITP key proteins

(linked to their functions in ITP). The number on each link indicates to the number of the corresponding entry on

Supplementary Table S5, Supplementary File 1, to retrieve the sources of information found in the scientific literature

supporting the predicted mechanisms.



