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Supplementary Figure 3. Gating strategy employed for the identification of CSF
lymphocyte subsets producing cytokines by flow cytometry.

Total events werefirst gated to exclude debris and apoptotic cells (A, gate P1) and then gated for
doublet discrimination (B, gate P2). Cellswere further analyzed to identify lymphocytes (C, gate
LYMPH) by their side scatter area (SSC-A) and CD45 staining. Expression of CD3 and CD8
identified total CD4+ (D, gate CD4+) and CD8+ (D, gate CD8+) T cells. According to their
intracellular cytokine staining, we identified CD4+ and CD8+ T cells producing interferon-
gamma (IFNg, E), interleukin-(IL)-17 (F), granulocyte macrophage colony-stimulating factor
(GM-CSF, G) and tumor necrosis factor-alpha (TNFa, H). B cellswereidentified by their CD19

expression (I, gate CD19+) and gated for GM-CSF (J) and TNFa (K) production.



