
SUPPLEMENTARY TABLES 

 

Supplementary Table 1. Biallelic BRCA2 patients’ description. 

  



SUPPLEMENTARY FIGURES  

Supplementary Figure 1. Sanger sequences and MLPA results of skin biopsy, metastatic tumor and PDXs samples from the biallelic BRCA2 patient. 

Skin biopsy shows the two BRCA2 pathogenic variants in heterozygosis and two copies of BRCA2, while all tumor related samples show loss of heterozygosis 

(LOH) and one allele of BRCA2. 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure 2. cDNA Sanger sequencing on blood cells and fibroblasts cultured from a skin biopsy sample. 

  

c.1813dup; p.(Ile605Asnfs*11) 

exon 10 

c.7796A>G; p.(Glu2599Gly) 

exon 16 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure 3. BRCA2 CRISPR/Cas HEK923T cell line generation. a WB analysis of BRCA2 

in wt, BRCA2 KO and BRCA2 KO +BRCA2. b BRCA2 null cells possess two frameshift mutations in 

heterozygosis. c MMC sensitivity. d cell cycle arrest enhancement. e Olaparib and f Veliparib sensitivity. g 

RAD51 immunostaining in response to irradiation (5 Gy). 



 

Supplementary Figure 4. Full western blot image corresponding to Figure 4A. 

 

  



 

 

 

 

Supplementary figure 5. BRCA2 mRNA expression measured by RT-qPCR in one of the PDX models, 

derived from one of the patient metastatic nodes (the supraclavicular) with LOH retaining only BRCA2 

c.7796A>G allele. Three biological replicates of PDX332 are shown. A pool of BRCA2 wild-type and BRCA2 

mutated PDX models were used as controls. Error bars represent SEM of biological replicates. Statistics are 

done with the One-Way ANOVA test and Bonferroni correction, *P<0.05. 

  



 

 

Supplementary Figure 6. Flow cytometry gating strategy to identify GFP cellular fraction for HR assay. 

a, SSC-A x FSC-A gating to obtain the general cellular population. b, GFP-fluorescence-A x PE fluorescence-

A gating to discriminate between GFP-fluorescent cellular fraction and non-fluorescent cellular fraction, gates 

corresponding to Figure 4C. 

  



 

 

Supplementary Figure 7. Intermediate levels of RAD51 foci in FFPE metastatic tumor and in patient-

derived xenograft (PDX) tumor model from two metastatic nodes that showed LOH retaining 

exclusively the BRCA2 c.7796A>G allele. FFPE breast tumors from BRCA2 non-carriers (BRCA2 WT) or 

germline BRCA2 carriers (BRCA2 mut) were used as positive and negative controls, respectively. The dashed 

line indicates the threshold that discriminates between homologous recombination deficient (HRD) and 

proficient (HRP) tumors(31). Error bars represent SEM of biological replicates. Statistics are done with the 

One-Way ANOVA test and Bonferroni correction, *P<0.05. 

 

 


