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MOVSRVLAAL CGMLLCASGL FAASGDFCDS SLCLNGGTCL TGQDNDIYCL o050

CPEGFTGLVC NETERGPCSP NPCYNDAKCL VTLDTQRGDI FTEY_CQCPV I

i I

GYSGIHCETE TWNYYNLDGEY MEFTTAVPNTA VPTPAPTPDL SNNLASRCST 150

[
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QLGMEGGATA DSQISASSVY MGEFMGLQRWG PELARLYRTG IVNAWTASNY 200

DSKPWIQVNL LRKMRVSGVM TOGASRAGRA EYLKTFKVAY SLDGRKFEFI 250

QDESGGDKEE LGNLDNNSLK YNMENPTLEA QYTIKLYPVSC HRGCTLREFEL S00

HSDDGVOWTV YEEQGSSKVE QGNLDNNSHK KNIFEKPEMA RYVRVLPVSW 450

HNRITLRLEL LGC

Domain structure and coverage of the murine MFG-E8 sequence and the peptides detected by

mass spectrometry. Yellow blocks indicate sequences covered with peptides found in MS/MS runs.



