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Supplementary Figure S1. A.
PFS and OS percent survival
stratified by pre-treatment
evenness high and low
patients (n=22), TMB (n=29)
and PD-L1 (n=28). B.
Correlation between
evenness in pre-T tissue
simples and TMB or PD-L1
(Evenness vs TMB: n=20; CPR,
n=9; non-CPR, n=8; non-
resected, n=3. Evenness vs
PD-L1: n=21; CPR, n=10; non-
CPR, n=8; non-resected, n=3).
The black line indicates the
linear regression line, and the
dotted lines indicate the
upper and lower boundaries
of the 95% confidence
interval. Each patient is
represented by a green (CPR),
purple (non-CPR) or grey
(non-resected) dot. C.
Characterization of the entire
TCR-sequenced cohort based
on their top 1% clonal space
in pre-T tissue, mutations and
pathological response (n=22).
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TMB ≥ 5,89 15 (0) 14 (0) 14 (0) 14 (0) 14 (1) 5 (7) 1 (11)

TMB < 5,89 14 (0) 13 (0) 12 (0) 11 (0) 8 (1) 6 (3) 4 (5)

TMB ≥ 5,89 15 (0) 15 (0) 15 (0) 14 (0) 13 (1) 5 (9) 1 (13)

TMB < 5,89 14 (0) 14 (0) 13 (0) 13 (0) 11 (1) 8 (4) 4 (7)

PD-L1 ≥ 25% 15 (0) 14 (0) 14 (0) 14 (0) 12 (1) 8 (4) 3 (9)

PD-L1 < 25% 13 (0) 13 (0) 12 (0) 11 (0) 9 (1) 2 (7) 1 (8)

PD-L1 ≥ 25% 15 (0) 14 (0) 14 (0) 14 (0) 13 (0) 8 (4) 3 (9)

PD-L1 < 25% 13 (0) 13 (0) 12 (0) 11 (0) 9 (1) 2 (7) 1 (8)

Evenness High 11 (0) 11 (0) 10 (0) 10 (0) 9 (0) 5 (3) 3 (5)

Evenness Low 11 (0) 10 (0) 10 (0) 9 (0) 7 (1) 3 (5) 1 (7)

Evenness High 11 (0) 11 (0) 11 (0) 11 (0) 11 (0) 6 (5) 3 (7)

Evenness Low 11 (0) 11 (0) 10 (0) 10 (0) 8 (1) 4 (5) 1 (8)

T M B

E
v

e
n

n
e

s
s

 p
r
e

-T

0 5 1 0 1 5 2 0 2 5

0 .7

0 .8

0 .9

1 .0

R = -0.241
p = 0.306

P D -L 1

E
v

e
n

n
e

s
s

 p
r
e

-T

0 2 0 4 0 6 0 8 0 1 0 0

0 .7

0 .8

0 .9

1 .0

R = -0.359
p = 0.109

B
non-CPR

CPR
MPR
IPR
non-resected

C
lo

n
a

l 
s

p
a

c
e

 T
O

P
 1

%

2
3

3
7

2
1

4
3 1

3
0

2
9 2

2
7

5
2

2
4

1
2 7

3
8

2
2

3
1

1
3

1
4

5
1

3
4

0 .0

0 .1

0 .2

0 .3

0 .4

0 .5C

EGFR

TP53

KRAS

HNF1A

KEAP1

Pathological response CPR non-CPR Non resected

TOP 1% High Low

Mutated

Patients

Supplementary Figure S1:


