5 Spectral counts

C G.S. Sor. G.S. +Sor C G.S. Sor. G.S.+Sor.
Human Gene SKMel103 SKMEL103 SKMEL103 SKMEL103 UACC903 UACC903 UACC903 UACC903
LMNA_HUMAN 126 100 115 86 268 256 242 203
PAIRB_HUMAN 112 92 110 121 79 97 92 106
SFPQ_HUMAN 90 95 88 103 102 105 89 89
BAG3_HUMAN 115 55 102 80 114 111 121 117
F262_HUMAN 47 135 43 93 53 58 51 47
SRC8_HUMAN 69 65 78 69 83 75 82 75
SFO1_HUMAN 84 62 82 69 80 73 77 76
NONO_HUMAN 79 84 62 73 58 66 57 42
VIME_HUMAN 73 90 76 21 75 71 54 32
SF3A1_HUMAN 71 60 69 66 54 70 60 60
NUCB1_HUMAN 59 50 64 80 35 43 34 63
SNUT1_HUMAN 60 55 57 42 53 54 53 42
SF3B2_HUMAN 55 50 56 59 40 61 42 40
CCD50_HUMAN 53 29 53 47 47 46 55 53
AMRP_HUMAN 43 34 43 37 42 40 45 45
ATX2L_HUMAN 26 31 25 27 49 44 52 38
LC7L2_HUMAN 40 34 42 20 36 42 38 39
HSP7C_HUMAN 24 50 28 40 31 35 27 23
BIP_HUMAN 26 31 30 20 42 44 34 40
CKAP4_HUMAN 32 35 32 37 30 32 32 33
HNRPU_HUMAN 25 51 30 47 15 24 19 21
PDLI4_HUMAN 35 35 37 33 29 29 29 29
SERPH_HUMAN 17 47 19 20 26 40 22 30
DDX42_HUMAN 21 46 19 44 24 24 22 22
CE170_HUMAN 14 27 16 7 45 45 38 42
UBP2L_HUMAN 40 28 36 30 33 28 32 25
BCLF1_HUMAN 40 28 42 12 36 36 29 21
RS3_HUMAN 22 43 22 40 21 19 18 21
MCM3_HUMAN 15 44 13 36 23 22 22 18
ECM1_HUMAN 18 6 16 11 44 41 49 48
PSPC1_HUMAN 28 29 28 26 28 28 27 25
TBB5_HUMAN 23 48 20 38 17 18 14 15
RTRAF_HUMAN 26 19 31 24 29 32 31 30
NHRF2_HUMAN 26 17 28 26 29 27 29 29
GRN_HUMAN 26 18 21 19 31 30 33 29
ZC3H4_HUMAN 18 23 33 32 20 28 23 17
TR150_HUMAN 23 23 32 7 33 36 24 20
TBB4B_HUMAN 21 42 20 38 15 16 12 13
NSRP1_HUMAN 29 14 34 26 29 24 28 28
RBM25_HUMAN 25 29 25 32 19 21 21 14
CYR61_HUMAN 45 31 36 30 15 11 13 18
K2C1_HUMAN 33 15 23 40 16 7 27 39
RS3A_HUMAN 13 36 14 26 17 20 14 16
TOP1_HUMAN 17 41 14 33 7 18 8 9
EFTU_HUMAN 14 35 12 27 12 18 13 18
RS19_HUMAN 32 20 21 21 22 20 20 24
SF3A3_HUMAN 25 26 19 26 18 18 15 17
FIP1_HUMAN 21 13 21 8 30 33 29 18
HEX11_HUMAN 16 12 12 16 32 22 27 32
MCRI1_HUMAN 34 17 33 28 15 20 18 15
WWTR1_HUMAN 27 16 32 19 20 17 20 21
PQBP1_HUMAN 21 19 19 22 21 20 18 21
EF1A1_HUMAN 17 24 19 25 21 16 17 13
CCDC6_HUMAN 24 22 30 34 7 9 12 22

SF3B1_HUMAN 7 53 1 39 2 2 3 5
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TBA1B_HUMAN
HMMR_HUMAN
DHX15_HUMAN
WBP11_HUMAN
SNW1_HUMAN
TPM4_HUMAN
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TIAP1_HUMAN
SF3B4_HUMAN
K1C10_HUMAN
RBM27_HUMAN
HS90A_HUMAN
SC16A_HUMAN
MAX_HUMAN
DNJA1_HUMAN
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MFAP1_HUMAN
RS5_HUMAN
PPIL4_HUMAN
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CCDC9_HUMAN
RS17_HUMAN
NUFP2_HUMAN
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SMAP_HUMAN
Z01_HUMAN
CPSF5_HUMAN
TPM3_HUMAN
RS10_HUMAN
RCN1_HUMAN
U2AF2_HUMAN
LEF1_HUMAN
SRRT_HUMAN
LUC7L_HUMAN
RSRC2_HUMAN
RLA2_HUMAN
CASC3_HUMAN
MYL6_HUMAN
SRPK1_HUMAN
TSR1_HUMAN
GPTC4_HUMAN
LYAR_HUMAN
PR4OA_HUMAN
RS14_HUMAN
HXC4_HUMAN
K1C9_HUMAN
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SR140_HUMAN
NUCB2_HUMAN
MYCBP_HUMAN
ELOA1_HUMAN
DDX3X_HUMAN
RS21_HUMAN
CEP55_HUMAN
HNRH1_HUMAN
OGFR_HUMAN
PBIP1_HUMAN
SAP_HUMAN
CT027_HUMAN
RL31_HUMAN
RS15A_HUMAN
SRBS2_HUMAN
ACTB_HUMAN
TNIP1_HUMAN
CKS2_HUMAN
RS20_HUMAN
NPM_HUMAN
UBP7_HUMAN
SRRM1_HUMAN
DAP1_HUMAN
RS30_HUMAN
SF3B5_HUMAN
G3P_HUMAN
NOTC2_HUMAN
CDC37_HUMAN
ZN593_HUMAN
RS2_HUMAN
TBB2A_HUMAN
S30BP_HUMAN
KNOP1_HUMAN
RBM33_HUMAN
HS71A_HUMAN
CSTF2_HUMAN
PSMD9_HUMAN
DJB11_HUMAN
SCAF8_HUMAN
DBR1_HUMAN
DDX6_HUMAN
ATX2_HUMAN
IMDH2_HUMAN
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HMGB1_HUMAN
NUCL_HUMAN
PRDX1_HUMAN
KINH_HUMAN
CSRP2_HUMAN
CBX3_HUMAN
NHP2_HUMAN
PRP16_HUMAN
HBA_HUMAN
CDK12_HUMAN
TYB4_HUMAN
CWC22_HUMAN
HEXI2_HUMAN
IF2B2_HUMAN
ERH_HUMAN
CCD97_HUMAN
NOB1_HUMAN
SASH1_HUMAN
ZN787_HUMAN
DYL1_HUMAN
PELO_HUMAN
AFF4_HUMAN
CD11B_HUMAN
SKP1_HUMAN
BCL7A_HUMAN
RPRD2_HUMAN
RUVB1_HUMAN
SPT2_HUMAN
SFRP1_HUMAN
PHFSA_HUMAN
MED15_HUMAN
RUVB2_HUMAN
NUSAP_HUMAN
SPF45_HUMAN
NDE1_HUMAN
RAVR1_HUMAN
DHX36_HUMAN
MED29_HUMAN
FRM4A_HUMAN
ALBU_HUMAN
LC7L3_HUMAN
HTSF1_HUMAN
WAC_HUMAN
RS27_HUMAN
PRC2C_HUMAN
PABP1_HUMAN
MATR3_HUMAN
MKO1_HUMAN
RTCB_HUMAN
HOME3_HUMAN
S12A2_HUMAN
COXM2_HUMAN
TAGL2_HUMAN
SRPK2_HUMAN
CALU_HUMAN
HNRLL_HUMAN
DDX1_HUMAN
LARP1_HUMAN
FUBP1_HUMAN
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KLF16_HUMAN
MELPH_HUMAN
PKHA5_HUMAN
RU2A_HUMAN
ILF3_HUMAN
PITH1_HUMAN
TAOK1_HUMAN
DJB12_HUMAN
TPM1_HUMAN
1433Z_HUMAN
MED19_HUMAN
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CNN2_HUMAN
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H2AV_HUMAN
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U2AF1_HUMAN
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RS18_HUMAN
COR1C_HUMAN
LMNB1_HUMAN
RAMAC_HUMAN
ZC3H8_HUMAN
RSSA_HUMAN
TIF1B_HUMAN
DDX47_HUMAN
ACPM_HUMAN
OTU7B_HUMAN
MTAP2_HUMAN
F263_HUMAN
TBB6_HUMAN
CALR_HUMAN
LASP1_HUMAN
IF5A1_HUMAN
RS13_HUMAN
SDF2L_HUMAN
1433T_HUMAN
ELAV1_HUMAN
PR38B_HUMAN
BREIA_HUMAN
RL11_HUMAN
AKAP2_HUMAN
CRTC2_HUMAN
FA98A_HUMAN
LANC2_HUMAN
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COF1_HUMAN
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