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Table S1. Clinical characteristics of 24 patients of bariatric surgery used in the study.

Demographics
Gender, 1 (%) Male 45.8%
Age, median (range) 43.69 (58-20)
Race/Ethnicity, n (%) Caucasian 70.8%
Hispanic 29.2%
Histology

NASH CRN 1/8 16.6%

2/8 8.33%

3/8 12.5%
4/8 33.33%

5/8 4.16%

6/8 4.16%

7/8 8.33%

8/8 4.16%

Fibrosis FO 15%

F1 48%

F2 37%

Laboratory values
Bilirubin mg/dL, median (range) 0.65 (0.69-0.61)
Albumin g/L, median (range) 3.86 (4.34-2.9)

Diabetes 16.6%
Dyslipidemia 29.2%
Hypertension 41.7%

Table S2. Clinical characteristics of the 19 control patients.

Demographics.

Gender, 1 (%) Male 85%

Age, median (range) 62.9 (76-47)
Race/Ethnicity, n (%) Caucasian 92%
Hispanic 8%

Laboratory values
Bilirubin mg/dL, median (range) 0.43 (0.71-0.28)

Albumin g/L, median (range) 3(44-2.3)
Diabetes 26%
Dyslipidemia 8%
Hypertension 23%
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Table S3. Liver function tests in fArmcx3/Cre- (Control) and ARMCX3-KO (KO) mice fed low-fat diet (LFD) or high-fat
diet (HFD) for 16 weeks. ALP, alkaline phosphatase; AST, aspartate aminotransferase; LDH, lactate
dehydrogenase. Mean + SEM (1 = 6-8).
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Description

Query ID NP 808817.1

Molecule type amino acid
Query Length 379

Description

Subject ID NP 082146.2

Molecule type zamino acid

Subject Length 379

Program BLASTP 2.9.0+ v Citation

Range 1: 1 to 379 GenPapt Graphics

armadillo repeat-containing X-linked protein 3 [Homo sapiens]

armadillo repeat-containing X-linked protein 3 [Mus musculus]

Score

652 bits(1682) 0.0

Expect Method Identities Positives

Compositional matrix adjust. 366/379(97%) 371/379(97%) 0/379(0%)
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