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Supplementary Tables
Supplementary Table 1. PCR conditions used in this paper.
	Description
	Target
	Primer
	Sequence (5´to 3´)
	Anealing temperature (°C)
	Amplicon 
Size (bp)
	References

	Beta-lactamase 
	blaCTX-M
	blaCTX-M (fw)
	CRATGTGCAGYACCAGTAA
	53
	540
	Weill et al., 2004

	 
	
	blaCTX-M (rev)
	CGCRATATCRTTGGTGGTG
	
	
	

	 
	blaOXA-A
	blaOXA-A (fw)
	ACACAATACATATCAACTTCGC
	53
	814
	Henriques et al., 2006

	 
	
	blaOXA-A (rev)
	AGTGTGTTTAGAATGGTGATC
	
	
	

	 
	blaSHV
	blaSHV (fw)
	TCGGGCCGCGTAGGCATGAT
	62
	626
	DiPersio et al., 2005

	 
	
	blaSHV (rev)
	AGCAGGGCGACAATCCCGCG
	
	
	

	 
	blaTEM
	blaTEM (fw)
	ATAAAATTCTTGAAGACGAAA
	45
	1080
	DiPersio et al., 2005

	 
	
	blaTEM (rev)
	GACAGTTACCAATGCTTAATCA
	
	
	

	Sulfonamides
	Sul1
	sul1-F
	TGGTGACGGTGTTCGGCATTC
	59
	789
	Reis et al., 2018

	 
	 
	sul1-R
	GCGAGGGTTTCCGAGAAGGTG
	 
	 
	

	Quinolones
	qnrS
	qnrSm F
	GCAAGTTCATTGAACAGGGT
	428
	54
	Cattoir et al., 2007

	 
	 
	qnrSm R
	TCTAAACCGTCGAGTTCGGCG
	 
	 
	

	Class 1 integrase
	IntI1
	IntI1_F
	CCT CCC GCA CGA TGA TC
	280
	55
	Henriques et al., 2006

	 
	 
	IntI1_R
	TCC ACG CAT CGT CAG GC
	 
	 
	

	Plasmid replicons
	F
	FrepB FW
	TGATCGTTTAAGGAATTTTG
	270
	52
	Caratolli et al., 2005

	 
	 
	FrepB RV
	GAAGATCAGTCACACCATCC
	 
	 
	 

	 
	HI1
	HI1 FW
	GGAGCGATGGATTACTTCAGTAC
	471
	60
	

	 
	 
	HI1 RV
	TGCCGTTTCACCTCGTGAGTA
	 
	 
	 

	 
	HI2
	HI2 FW
	TTTCTCCTGAGTCACCTGTTAACAC
	644
	60
	

	 
	 
	HI2 RV
	GGCTCACTACCGTTGTCATCCT
	 
	 
	 



 Supplementary Table 2. Antibiotic resistance phenotypes and genotypes of the Enterobacteriaceae isolates obtained from saliva samples obtained from healthy and chronic kidney disease patients.

	 
	 
	Antibiotic resistance genes
	Mobile genetic elements
	Resistance phenotype

	
	 
	 β-lactamases
	PMQR*
	Sulfonamides
	Class 1 integrase
	Plasmid replicons
	Penicillins
	Cefalosporins
	Carbapenem
	Colistin
	Sulfonamides
	Quinolone
	Tetracycline
	Aminoglycosides

	Sample origin
	Species
	blaCTX-M
	blaOXA
	blaSHV
	blaTEM
	qnrS
	sul1
	IntI1
	incF
	incHI1
	incHI2
	AML
	TIC
	CP
	CAZ
	MEM
	CT
	SUL
	SXT
	CIP
	TET
	GEN
	STR

	Healthy control
	Escherichia coli
	-
	-
	-
	-
	-
	+
	-
	-
	-
	-
	S
	S
	S
	S
	S
	S
	R
	S
	S
	S
	S
	S

	CKD patient
	Enterobacter asburiae**
	-
	-
	-
	-
	-
	+
	+
	-
	-
	-
	R
	S
	R
	S
	S
	S
	R
	S
	S
	S
	S
	R

	CKD patient
	Enterobacter asburiae**
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	S
	R
	S
	S
	S
	R
	S
	S
	S
	S
	S

	Healthy control
	Enterobacter asburiae
	-
	-
	-
	-
	-
	+
	-
	-
	-
	-
	S
	S
	R
	S
	S
	S
	R
	S
	S
	S
	S
	S

	Healthy control
	Klebsiella pneumoniae
	-
	-
	+
	-
	-
	+
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	R
	S
	S
	S
	S
	S

	Healthy control
	Klebsiella pneumoniae
	-
	-
	+
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	R
	S
	S
	S
	S
	S

	CKD patient
	Klebsiella aerogenes
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	S
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Klebsiella oxytoca
	+
	-
	-
	-
	-
	-
	-
	+
	-
	-
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Citrobacter freundii
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica**
	-
	-
	-
	-
	-
	+
	+
	-
	-
	-
	R
	S
	R
	S
	S
	S
	R
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica**
	-
	-
	-
	-
	-
	+
	+
	-
	-
	-
	S
	S
	R
	S
	S
	S
	R
	S
	S
	S
	S
	R

	CKD patient
	Raoultella ornithinolytica**
	-
	-
	-
	-
	-
	+
	+
	-
	-
	-
	R
	S
	R
	S
	S
	S
	R
	S
	S
	S
	S
	R

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica**
	-
	-
	-
	-
	-
	-
	+
	-
	-
	-
	S
	S
	R
	S
	S
	S
	R
	S
	S
	S
	S
	R

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	CKD patient
	Raoultella ornithinolytica
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S



*PMQR: plasmid-mediated quinolone resistance
**Multidrug-resistant isolates, bacterial isolates resistant to at least one antibiotic in three or more distinct classes.
Antibiotics: AML, amoxicillin; TIC, ticarcillin; CP, cephalothin; CAZ, ceftazidime; MEM, meropenem; CT, colistin; SUL, sulfamethoxazole; SXT, sulfamethoxazole/trimethoprim; CIP, ciprofloxacin; TET, tetracycline; GEN, gentamycin; STR, streptomycin.
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Supplementary Figure 1. Agarose gel electrophoresis of PCR amplification products of blaCTX-M (540 bp) from all isolates (a, b, c). Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Positive sample in lane 29. Gel 1.5% agarose, run time of 40 minutes. M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control (blaCTX-M +); C-, negative control (nuclease-free water). 
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Supplementary Figure 2. Agarose gel electrophoresis of PCR amplification products of blaOXA-A (840 bp) from all isolates (a, b). Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Gel 1.5% agarose, run time of 55 minutes. M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control (blaOXA-A +); C-, negative control (nuclease-free water).
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Supplementary Figure 3. Agarose gel electrophoresis of PCR amplification products of blaSHV (626 bp) from all isolates (a, b). Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Positive samples in lanes 3 and 6. Gel 1.5% agarose, run time of 40 minutes. M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control (blaSHV +); C-, negative control (nuclease-free water).
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Supplementary Figure 4. Agarose gel electrophoresis of PCR amplification products of blaTEM (1090 bp) from all isolates (a, b, c). Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Gel 1.5% agarose, run time of 40 minutes. M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control (blaTEM +); C-, negative control (nuclease-free water).
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Supplementary Figure 5. a) Agarose gel electrophoresis of PCR amplification products of sul1 (789 bp) from all isolates (a; b – replicas for some reactions that were difficult to observe in gel (a)). Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Positive samples in lanes 2, 4, 5, 9, 20-22. Gel 1.5% agarose, run time of 30 minutes (60 minutes in the repetition). M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control (sul1 +); C-, negative control (nuclease-free water).
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Supplementary Figure 6. Agarose gel electrophoresis of PCR amplification products of intI1 (280 bp) from all isolates (a, b). Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Positive samples in lanes 10, 20-22, 24. Gel 1.5% agarose, run time of 50 minutes. M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control (intI1 +); C-, negative control (nuclease-free water).
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Supplementary Figure 7. a) Agarose gel electrophoresis of PCR amplification products of qnrS (428 bp) from all isolates (a; b – replicas for some reactions that were difficult to observe in the gel (a)). Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Gel 1.5% agarose, run time of 40 minutes (60 minutes in the repetition). M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control (qnrS +); C-, negative control (nuclease-free water).
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Supplementary Figure 8. Agarose gel electrophoresis of PCR amplification products for incF (270 bp) from all isolates (a, b, c). Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Positive sample in lane 34. Gel 1.5% agarose, run time of 40 minutes. M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control (incF +); C-, negative control (nuclease-free water).
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Supplementary Figure 9. Agarose gel electrophoresis of PCR amplification products for HI1 (471 bp) and HI2 (644 bp) from all isolates. Isolates legend in the adjacent table. Irrelevant samples for the study were not included for analysis. Gel 1.5% agarose, run time of 60 minutes. M, GRS Universal DNA ladder 10 000 bp (GRISP, Portugal); C+, positive control for both HI1 and HI2 (HI1 + and HI2 +); C1+, positive control for HI1 (HI1 +); C2+, positive control for HI2 (HI2 +); C-, negative control (nuclease-free water).
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Supplementary Figure 10. Antibiotic susceptibility pattern of all isolates (n=23) for the twelve antibiotics tested. ■ Resistant, ■ Susceptible.
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Supplementary Figure 11. Prevalence (%) of detected antibiotic-resistance genes (blaCTX-M, blaSHV, and sul1), class I integron integrase (intI1) and plasmid replicon type (incF) in the isolates (n=23). The antibiotic resistance genes blaOXA-A blaTEM, qnrS, and plasmid replicon types incHI1 and incHI2, were not detected in the isolates. 
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Isolates  included in  this  manuscript  Origin  ID  bla OXA - A  

2  Healthy control  Escherichia coli  -  

3  Healthy control  Klebsiella pneumoniae  -  

4  Healthy control  Enterobacter asburiae  -  

6  Healthy control  Klebsiella  pneumoniae  -  

8  CKD patient  Enterobacter asburiae  -  

10  CKD patient  Raoultella ornithinolytica  -  

11  CKD patient  Enterobacter asburiae  -  

13  CKD patient  Raoultella ornithinolytica  -  

14  CKD patient  Klebsiella   aerogenes  -  

15  CKD patient  Raoultella   ornithinolytica  -  

17  CKD patient  Raoultella ornithinolytica  -  

18  CKD patient  Raoultella ornithinolytica  -  

19  CKD patient  Raoultella ornithinolytica  -  

20  CKD patient  Raoultella ornithinolytica  -  

21  CKD patient  Raoultella ornithinolytica  -  

22  CKD  patient  Raoultella ornithinolytica  -  

23  CKD patient  Citrobacter freundii  -  

24  CKD patient  Raoultella ornithinolytica  -  

25  CKD patient  Raoultella ornithinolytica  -  

27  CKD patient  Raoultella ornithinolytica  -  

29  CKD patient  Klebsiella oxytoca  -  

30  CKD  patient  Raoultella ornithinolytica  -  

31  CKD patient  Raoultella ornithinolytica  -  
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Isolates  included in  this  manuscript  Origin  ID  b la SHV  

2  Healthy control  Escherichia coli  -  

3  Healthy control  Klebsiella pneumoniae  +  

4  Healthy control  Enterobacter  asburiae  -  

6  Healthy control  Klebsiella pneumoniae  +  

8  CKD patient  Enterobacter asburiae  -  

10  CKD patient  Raoultella ornithinolytica  -  

11  CKD patient  Enterobacter asburiae  -  

13  CKD patient  Raoultella ornithinolytica  -  

14  CKD patient  Klebsiella   aerogenes  -  

15  CKD patient  Raoultella ornithinolytica  -  

17  CKD patient  Raoultella ornithinolytica  -  

18  CKD patient  Raoultella ornithinolytica  -  

19  CKD patient  Raoultella ornithinolytica  -  

20  CKD patient  Raoultella ornithinolytica  -  

21  CKD patient  Raoultella ornithinolytica  -  

22  CKD patient  Raoultella ornithinolytica  -  

23  CKD patient  Citrobacter freundii  -  

24  CKD patient  Raoultella ornithinolytica  -  

25  CKD patient  Raoultella ornithinolytica  -  

27  CKD patient  Raoultella ornithinolytica  -  

29  CKD  patient  Klebsiella oxytoca  -  

30  CKD patient  Raoultella ornithinolytica  -  

31  CKD patient  Raoultella ornithinolytica  -  
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Isolates  included in  this  manuscript  Origin  ID  b la TEM  

2  Healthy control  Escherichia coli  -  

3  Healthy control  Klebsiella pneumoniae  -  

4  Healthy control  Enterobacter  asburiae  -  

6  Healthy control  Klebsiella pneumoniae  -  

8  CKD patient  Enterobacter asburiae  -  

10  CKD patient  Raoultella ornithinolytica  -  

11  CKD patient  Enterobacter asburiae  -  

13  CKD patient  Raoultella ornithinolytica  -  

14  CKD patient  Klebsiella   aerogenes  -  

15  CKD patient  Raoultella ornithinolytica  -  

17  CKD patient  Raoultella ornithinolytica  -  

18  CKD patient  Raoultella ornithinolytica  -  

19  CKD patient  Raoultella ornithinolytica  -  

20  CKD patient  Raoultella ornithinolytica  -  

21  CKD patient  Raoultella ornithinolytica  -  

22  CKD patient  Raoultella ornithinolytica  -  

23  CKD patient  Citrobacter freundii  -  

24  CKD patient  Raoultella ornithinolytica  -  

25  CKD patient  Raoultella ornithinolytica  -  

27  CKD patient  Raoultella ornithinolytica  -  

29  CKD  patient  Klebsiella oxytoca  -  

30  CKD patient  Raoultella ornithinolytica  -  

31  CKD patient  Raoultella ornithinolytica  -  
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Isolates  included in  this  manuscript  Origin  ID  sul1  

2  Healthy control  Escherichia coli  +  

4  Healthy control  Klebsiella pneumoniae  +  

5  Healthy control  Enterobacter asburiae  +  

7  Healthy control  Klebsiella pneumoniae  -  

9  CKD patient  Enterobacter asburiae  +  

1 1  CKD patient  Raoultella ornithinolytica  -  

1 2  CKD patient  Enterobacter asburiae  -  

1 4  CKD patient  Raoultella ornithinolytica  -  

1 6  CKD patient  Klebsiella   aerogenes  -  

1 7  CKD patient  Raoultella ornithinolytica  -  

20  CKD patient  Raoultella ornithinolytica  +  

21  CKD patient  Raoultella ornithinolytica  +  

22  CKD patient  Raoultella ornithinolytica  +  

23  CKD patient  Raoultella   ornithinolytica  -  

2 4  CKD patient  Raoultella ornithinolytica  -  

2 5  CKD patient  Raoultella ornithinolytica  -  

2 6  CKD patient  Citrobacter freundii  -  

2 7  CKD patient  Raoultella ornithinolytica  -  

2 8  CKD patient  Raoultella ornithinolytica  -  

31  CKD patient  Raoultella ornithinolytica  -  

34  CKD patient  Klebsiella oxytoca  -  

36  CKD patient  Raoultella ornithinolytica  -  

3 7  CKD patient  Raoultella ornithinolytica  -  
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Isolates  included in  this  manuscript  Origin  ID  intl1  

1  Healthy control  Escherichia coli  -  

2  Healthy control  Klebsiella pneumoniae  -  

7  Healthy control  Enterobacter asburiae  -  

8  Healthy control  Klebsiella pneumoniae  -  

9  CKD patient  Enterobacter asburiae  -  

1 0  CKD patient  Raoultella ornithinolytica  +  

1 2  CKD patient  Enterobacter asburiae  -  

1 4  CKD patient  Raoultella ornithinolytica  -  

1 6  CKD patient  Klebsiella   aerogenes  -  

1 7  CKD patient  Raoultella ornithinolytica  -  

20  CKD patient  Raoultella ornithinolytica  +  

21  CKD patient  Raoultella ornithinolytica  +  

22  CKD patient  Raoultella   ornithinolytica  +  

23  CKD patient  Raoultella ornithinolytica  -  

2 4  CKD patient  Raoultella ornithinolytica  +  

2 5  CKD patient  Raoultella ornithinolytica  -  

2 6  CKD patient  Citrobacter freundii  -  

2 7  CKD patient  Raoultella ornithinolytica  -  

2 8  CKD patient  Raoultella ornithinolytica  -  

31  CKD patient  Raoultella ornithinolytica  -  

34  CKD patient  Klebsiella oxytoca  -  

36  CKD patient  Raoultella ornithinolytica  -  

3 7  CKD patient  Raoultella ornithinolytica  -  
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Isolates  included in  this  manuscript  Origin  ID  qnrS  

2  Healthy control  Escherichia coli  -  

3  Healthy control  Klebsiella pneumoniae  -  

4  Healthy control  Enterobacter asburiae  -  

6  Healthy control  Klebsiella pneumoniae  -  

8  CKD patient  Enterobacter asburiae  -  

10  CKD patient  Raoultella ornithinolytica  -  

11  CKD patient  Enterobacter asburiae  -  

13  CKD patient  Raoultella ornithinolytica  -  

14  CKD patient  Klebsiella   aerogenes  -  

15  CKD patient  Raoultella ornithinolytica  -  

17  CKD patient  Raoultella ornithinolytica  -  

18  CKD patient  Raoultella ornithinolytica  -  

19  CKD patient  Raoultella ornithinolytica  -  

20  CKD patient  Raoultella ornithinolytica  -  

21  CKD patient  Raoultella ornithinolytica  -  

22  CKD patient  Raoultella ornithinolytica  -  

2 4  CKD patient  Citrobacter freundii  -  

2 5  CKD patient  Raoultella   ornithinolytica  -  

2 6  CKD patient  Raoultella ornithinolytica  -  

2 7  CKD patient  Raoultella ornithinolytica  -  

29  CKD patient  Klebsiella oxytoca  -  

30  CKD patient  Raoultella ornithinolytica  -  

31  CKD patient  Raoultella ornithinolytica  -  
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image16.emf
Isolates  included in  this  manuscript  Origin  ID  incF  

2  Healthy control  Escherichia coli  -  

4  Healthy control  Kleb siella pneumoniae  -  

5  Healthy control  Enterobacter asburiae  -  

7  Healthy control  Klebsiella pneumoniae  -  

9  CKD patient  Enterobacter asburiae  -  

1 1  CKD patient  Raoultella ornithinolytica  -  

1 2  CKD patient  Enterobacter asburiae  -  

1 4  CKD patient  Raoultella   ornithinolytica  -  

1 6  CKD patient  Klebsiella   aerogenes  -  

1 7  CKD patient  Raoultella ornithinolytica  -  

20  CKD patient  Raoultella ornithinolytica  -  

21  CKD patient  Raoultella ornithinolytica  -  

22  CKD patient  Raoultella ornithinolytica  -  

23  CKD patient  Ra oultella ornithinolytica  -  

2 4  CKD patient  Raoultella ornithinolytica  -  

2 5  CKD patient  Raoultella ornithinolytica  -  

2 6  CKD patient  Citrobacter freundii  -  

2 7  CKD patient  Raoultella ornithinolytica  -  

2 8  CKD patient  Raoultella ornithinolytica  -  

31  CKD pa tient  Raoultella ornithinolytica  -  

34  CKD patient  Klebsiella oxytoca  +  

36  CKD patient  Raoultella ornithinolytica  -  

3 7  CKD patient  Raoultella ornithinolytica  -  
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Isolates  included in  this  manuscript  Origin  ID  HI1/HI2  

2  Healthy control  Escherichia coli  -  

3  Healthy control  Klebsiella pneumoniae  -  

4  Healthy control  Enterobacter asburiae  -  

6  Healthy control  Klebsiella pneumoniae  -  

8  CKD patient  Enterobacter asburiae  -  

10  CKD patient  Raoultella ornithinolytica  -  

11  CKD patient  Enterobacter asburiae  -  

1 3  CKD patient  Raoultella ornithinolytica  -  

14  CKD patient  Klebsiella   aerogenes  -  

15  CKD patient  Raoultella ornithinolytica  -  

17  CKD patient  Raoultella ornithinolytica  -  

18  CKD patient  Raoultella ornithinolytica  -  

19  CKD patient  Raoultella ornithinolyt ica  -  

20  CKD patient  Raoultella ornithinolytica  -  

21  CKD patient  Raoultella ornithinolytica  -  

22  CKD patient  Raoultella ornithinolytica  -  

2 3  CKD patient  Citrobacter freundii  -  

2 4  CKD patient  Raoultella ornithinolytica  -  

25  CKD patient  Raoultella orni thinolytica  -  

2 7  CKD patient  Raoultella ornithinolytica  -  

29  CKD patient  Klebsiella oxytoca  -  

30  CKD patient  Raoultella ornithinolytica  -  

31  CKD patient  Raoultella ornithinolytica  -  
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image1.emf
Isolates  included in   this  manuscript  Origin  ID  bla CTX - M  

2  Healthy control  Escherichia coli  -  

3  Healthy control  Klebsiella pneumoniae  -  

4  Healthy control  Enterobacter asburiae  -  

6  Healthy control  Klebsiella pneumoniae  -  

8  CKD patient  Enterobacter  asburiae  -  

10  CKD patient  Raoultella ornithinolytica  -  

11  CKD patient  Enterobacter asburiae  -  

13  CKD patient  Raoultella ornithinolytica  -  

14  CKD patient  Klebsiella   aerogenes  -  

15  CKD patient  Raoultella ornithinolytica  -  

17  CKD patient  Raoultella   ornithinolytica  -  

18  CKD patient  Raoultella ornithinolytica  -  

19  CKD patient  Raoultella ornithinolytica  -  

20  CKD patient  Raoultella ornithinolytica  -  

21  CKD patient  Raoultella ornithinolytica  -  

22  CKD patient  Raoultella ornithinolytica  -  

23  CKD  patient  Citrobacter freundii  -  

24  CKD patient  Raoultella ornithinolytica  -  

25  CKD patient  Raoultella ornithinolytica  -  

27  CKD patient  Raoultella ornithinolytica  -  

29  CKD patient  Klebsiella oxytoca  +  

30  CKD patient  Raoultella ornithinolytica  -  

31  CKD  patient  Raoultella ornithinolytica  -  
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